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[ Abstract] Objective To compare the detection results of infectivity indices between whole blood donors and
apheresis platelet donors in Nanning City. Methods A total of 334 992 blood samples were collected from voluntary
blood donors in Nanning City from January 2016 to July 2018, including 307 825 whole blood samples and
27 167 apheresis platelet samples. Serological test was performed in each sample for five infectivity indices|[ ALT,
HBsAg, anti-Treponema pallidum ( TP) , anti-HCV and anti-HIV ], and the qualified samples in the detection of
HBsAg,anti-TP, anti-HCV and anti-HIV received nucleic acid testing. Results Among 334 992 blood samples, the
detection rate for unqualified samples and samples with serological indices positive were 1.63% (5 445/334 992) and
1.50% (5 041/3 349 932) , respectively, and the positive rate of nucleic acid testing was 0. 12% (404/331 703).
Among 307 825 whole blood samples, the detection rate for unqualified samples and samples with serological indices
positive were 1.75% (55 375/307 825) and 1.62% (4 990/307 825), and the positive rate of nucleic acid testing
was 0. 13% (385/304 574 ) ; in terms of the detection rate for serological index positive, ALT, HBsAg, anti-TP,
anti-HCV and anti-HIV decreased in turn. Among 27 167 apheresis platelet samples, the detection rate for
unqualified samples and samples with serological indices positive were 0.26% (70/27 167) and 0. 19% (51/27 167)
respectively, and the positive rate of nucleic acid testing was 0.07% (19/27 129) ; in terms of the detection rate for
serological index positive, HBsAg, ALT, anti-TP, anti-HIV and anti-HCV decreased in turn. The whole blood

samples exhibited higher detection rates for serological indices positive, nucleic acid positive and unqualified samples
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as compared with the apheresis platelet samples(all P <0.05). Conclusion
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In Nanning City, the whole blood

samples process higher detection rates for serological five infectivity indices positive and nucleic acid positive

compared with the apheresis platelet samples; therefore, there is still much room for decline in detection rate for

serological indices positive.
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HBsAg $1-TP Hi-HCV Hi-HIV) FHPEFR A 5 041 43,
RS 1235 1.50% (5 041/334 992) 5 & 4545 FHPE
B R B K ALT(0.53% ) > HBsAg(0.52% )
> Hi-TP (0.22% ) > $Hi-HCV (0. 13%) > ¥i-HIV
(0.11% ) ;4B [A1 Bt Y ALT . HBsAg Ht-HCV Fidi-HIV
PR HH 238 S BREARAS G H R TR, 25 S A G812
H (I P<0.05),2016 45 R Fa b FHPER 5
15 A AR FE TP BHMEAS R i, 22 R G2 E R L
(P>0.05), W3k 1, £ 331 703 {pbrA A TR R A
FZmR K 0 BH 2 AR AR 404 £y, BH A R R 0. 12%
(404,331 703) , H:# HBV DNA _HCV RNA HIV RNA
FHAMEREAS 235128 400 £ (1 435013 f3;1 784 {3 ALT [H
PEIMARAS AL o3 4% B A I BH 1 . 334 992 4 1 Y
FrAs rp AL MR S ASARAS 5 445 13, AAMEARA K H
K 1.63% (5 445/334 992) ,



FSES 2019412 A% 41 5% 24 i1 3149
x1 AEEMRNFFEZIEFRAERHZREE [0 (%) ]

H #H n ALT BHYE HBsAg [HPE  $T-HCV BHME  $T-HIV [HPE i-TP BHE FHPERRAS
2016 4F 131789 962(0.73) 839(0. 64) 263(0.20) 193(0.15) 275(0.21)  2499(1.90)
2017 4 120582 506(0.39)°  694(0.54)*  122(0.09)*  123(0.09)*  303(0.23) 1727(1.33)"
20184E1~7 A 73621  316(0.43)"  210(0.29)"  64(0.09)" 66(0.09)" 164(0.22)  815(1.11)"
it 334992 1784(0.53) 1743(0.52)  449(0.13) 382(0.11) 742(0.22)  5041(1.50)

¥ 161.160 113.622 69. 880 20. 155 1.879 240. 698

Pl <0.001 <0.001 <0.001 <0.001 0.391 <0.001
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eI AR AS B AT R IR K I, A% R A I BH 1 385 1y,
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HCV-RNA HIV-RNA [HPEARASR 5 R 382 453 1 43 il
2 45351 771 45y ALT PHPEMARAANA 1 15348 R AG BH
Pk, 307 825 A ibnAs thIefi iR G bR A 5 375 7,
AEREATAKE %k 1.75% (5 375/307 825)

R2 AEEHEMRAMEZEERBERE RS [(%) ]

H n ALT [H¥E HBsAg fH¥:  $i-HCV BHM:  HT-HIV BHHE: HL-TP fHME: FHPHEAR A
2016 4 122457  958(0.78) 830(0.68) 259(0.21) 193(0. 16) 271(0.22) 2 478(2.02)
2017 4 118593 500(0.42)"  683(0.58)"  122(0.10)"  120(0.10)"  300(0.25)  1704(1.44)"
2018 4E1~7 A 66775  313(0.47)"  209(0.31)*  64(0.10)" 64(0.10)* 163(0.24)  808(1.21)"
it 307825  1771(0.58) 1722(0.56)  445(0.14) 377(0.12) 734(0.24)  4990(1.62)
¥l 153.972 104. 320 63.271 20. 621 2.654 220.377
P <0.001 <0.001 <0.001 <0.001 0.265 <0.001
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H 1 n ALT BHE HBsAg fHYE  $T-HCV BHME  $T-HIV BHEE $i-TP BHE FHPERR AR

2016 4F 9332 4(0.04) 9(0.10) 4(0.04) 0 4(0.04) 21(0.23)

2017 4 10 989 6(0.05) 11(0.10) 0 3(0.03) 3(0.03) 23(0.21)
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x4 EMIRARSHRM/MRMARESIEFREMESH R (2 (%) ]
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