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Clinical application of multiplex quantitative fluorescent polymerase chain reaction

for the diagnosis of trisomy 21 and sex chromosome aneuploidies
TANG Ning ,CAI Nian ,LIANG Xi,CHEN Hua-yun ,DING Wei ,PAN Li-zhen ,LUO Ying-hua ,XU Ze-hui, WEI Xiao-ni
(1 Liuzhou Maternal and Children Health Care Hospital ,Liuzhou 545001 ,China ;2 Daan Gene Co. Lid. of Sun Yat-Sen University , Guangzhou 510665 , China )

[ Abstract] Objective To investigate the significance of multiplex quantitative fluorescent polymerase chain reaction (QF-PCR) for the
diagnosis of trisomy 21 and sex chromosome aneuploidies. Methods
samples,71 peripheral blood;Seven markers located on chromosomes X,Y and 21 ( AMXY, DXS981, DXS6809, X22, D21S1435, D21S11 and
D21S1411) were amplificated by multiplex QF-PCR assay ,amplification products were analyzed by capillary electrophoresis , cytogenetic analysis

DNA templates were obtained from 16 cord blood samples,73 amniotic fluid

was performed in all samples. Results Cytogenetic analyis showed that there were 26 trisomy 21 abnormal samples;45,X/46,XX(n =1);47,
XXX(n=2);47,XXY(n=1); 45,XX,der(13,21) (n =1). The result of QF-PCR ;one case was confirmed to be 47 ,XXY ;23 cases to be 47 ,XX
or XY, +21 ;two 47 ,XXX suggested sex chromosome abnormal ,others were negative. Conclusion Multiplex QF-PCR could be applied in rapid
diagnosis of chromosome aneuploides.

[ Key words] Small tandem repeats ( STR) ;Quantitative fluorescent PCR ( QF-PCR) ; Chromosome aneuploides
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Study on variation of IFN-vy in serum of senior citizen with acute coronary syndromes
TANG Jian ,ZhANG Kang ,Mo Pei-li,YE Shao-wu ,LI Zhi-ge ,CHEN Yong-xiong ,LU Zhao-hua ,PENG Xiao-yan ,TUO Jian-lin
( The Seventh Afflliated Hospital ,Guangxi Medical University , Poples Hespital of Wuzhou city , Wuzhou 543001 , China)

[ Abstract] Objective To evaluate the level of IFN-y in serum of senior citizen with acute myocardial infarction (AMI) when the
disease occurs. Methods The level of IFN-vy in serum of 28 senior citizens with AMI ( AMI group) ,38 cases with stable angina(SA group)
and 39 normal controls (NC group) was assayed by ELISA method. Results To compare the level of IFN-y in NC group with SA group,the
improvement was no significant difference (P >0.05). But the level of IFN-y in AMI group was less than that in NC group and SA group, the
improvement was obvious(P <0.001). Conclusion The level of IFN-y in serum of senior citizen with AMI is reduced and the immune
adjustment in body is unbalance. It may have an effect on the forming and progress of AMI. The level of IFN-y in serum can serve as an index
to detect the serious degree of AMI.
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